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ORCID: https://orcid.org/0000-0003-3001-6786
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phone: +30-2810-394361

email: cnikolaou@biology.uoc.gr

Date of Birth: February 21%, 1978

Citizenship: Greek

Marital Status: Married with one child

Address: Genimata 34, 71305 Heraklion, Greece

2005, PhD in Biology
Department of Biology, National and Kapodistrian University of
Athens, Athens, Attica, Greece

2000, MSc in Journalism
NY College (Greek Branch), Athens, Greece

1999, BSc in Chemistry
Department of Chemistry, University of Patras, Patras, Achaia,
Greece

February 2014-present

Assistant Professor of Bioinformatics

Department of Biology, University of Crete Department of
Biology, Heraklion, Greece

January 2012-January 2014

Post-doctoral Fellow

Biomedical Sciences Research Center "Alexander Fleming",
Athens, Greece

January 2010-December 2014

Course Instructor

Department of Biology, University of Crete Department of
Biology, Heraklion, Greece

April 2010-December 2011

Post-doctoral Fellow

Institute of Biology, National Centre for Scientific Research
"Demokritos", Athens, Greece

May 2007-July 2007

Visiting Fellow

Department of Chemistry, Boston University (BU), Boston, MA,
USA
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RESEARCH

January 2006-April 2009

Post-doctoral Fellow

Bioinformatics and Genomics Group, Centre de Regulacié
Genomica (CRG), Barcelona, Catalunya, Spain

October 2010-December 2005

PhD Fellow

Institute of Biology, National Centre for Scientific Research
"Demokritos", Athens, Greece

Originally trained in Biochemistry, | moved to Theoretical Biology

during my PhD. My expertise lies in the fields of Computational

Genomics, Chromatin Structure and Gene Regulation.

My principal research interests are related to chromatin structure

and genome architecture and evolution and how they may shape

gene regulation programs. Among my main contributions are:

* Thediscovery of a link between nucleosome positioning

preferences and exon definition, which directly suggested
the existence of co-transcriptional splicing.

« A model for statistical nucleosome positioning, according
to which only a small subset of a genome's nucleosomes
are guided by intricate structural constraints in the
underlying DNA sequence.

» Aspects of genome architecture in prokaryotic and
eukaryotic (yeast) genomes that point towards underlying
principles that link genome evolution, the spacing and
orientation of genes with the processes of DNA replication
and gene transcription.

My current research activities are focused on the study of genome
structure at two levels:

1. The discovery and quantification of structural constraints in the
genomic sequence of eukaryotes. By structural constraints we
define features of the primary sequence that are conserved
through evolution without necessarily being maintained in the
nucleotide composition. Such “hidden"” structural conservation
may form the basis of sequence-dependent properties that link
the genetic to the epigenetic level.

2. The evolution of genome architecture in one and three
dimensions. In particular, the way the order, orientation and
spatial clustering of genes, promoters, enhancers etc is shaped
through evolution and how this “segregation” of genomic
elements may reflect the organization of the genome in a way
that couples homeostasis with the ability to respond to external
stimuli. Regarding the latter, we are actively studying changes in

the one- and three-dimensional positions of deregulated genes in
pathological conditions.
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TEACHING

LANGUAGES

MENTORING

Undergraduate

e Computational Biology: Biology Dept, University of Crete,
(https://sites.google.com/site/uoccomputationalbiology/)

e Introduction to Programing: Biology Dept, University of
Crete,

(https://sites.google.com/site/uocintroprogramming/)
¢ Biological Databases: Biology Dept, University of Crete,

(https://sites.google.com/site/pcuseanddb/)

Graduate

e Algorithms in Bioinformatics: MSc in “Bioinformatics”,
University of Crete,

(https://sites.google.com/site/uocdataanalysis/lectures/alg

orithms-in-bioinformatics)

¢ Introduction to Bioinformatics: MSc in “Molecular Biology
and Biomedicine”, University of Crete,
(https://sites.google.com/site/uocdataanalysis/lectures/ng
s-data-analysis)

¢ Introduction to Bioinformatics: MSc in “Protein
Biotechnology”, University of Crete,
(https://sites.google.com/site/uocdataanalysis/lectures/ng
s-data-analysis)

e Bioinformatics Analyses in Biomedicine: MSc in “Molecular
Biomedicine”, University of Athens
(https://sites.google.com/site/uocdataanalysis/lectures/mo
Ibiomedclass)

e Data Analysis: MSc in “Management of Environmental
Resources”, University of Crete
(https://sites.google.com/site/uocdataanalysis/lectures/dat
a-analysis-with-r)

e Systems Biology: MSc in “Systems Biology”, Agricultural
University of Athens
(https://sites.google.com/site/uocdataanalysis/lectures/ge
nome-structure-and-architecture)

Books/Publications

YnoAoyiotiki BloAoyia. (2015) NikoAdou X, XouBapdag .,
[NAektp. BIBA.] ABAva:Zuvdeopog EAANVIKWY Akadnuaikwy
BiBA10ONKwv. ISBN:978-960-603-124-3. (Greek)
http://hdl.handle.net/11419/1577

Fluent in Greek (mother tongue), English, Spanish
Very Good French
Basic reading and communications skills in German

Have supervised >10 undergraduate theses
Have supervised 2 post-graduate theses
Currently supervising 4 PhD students:
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SOCIAL OUTREACH

AWARDS
SCHOLARSHIPS

INVITED TALKS

e Stylianos Mavropoulos

e Dimitrios Konstantopoulos

e Orsalia Hazapis

e Panagiotis Chouvardas (joint supervision with G. Kollias)

http://computational-genomics-uoc.weebly.com/group-
members.html

Website: http://computational-genomics-uoc.weebly.com
Personal Blog: http://computational-genomics-

uoc.weebly.com/blog

twitter: https://twitter.com/quilderstern

facebook: https://www.facebook.com/cg2uoc

May 2000: Scholarship from the Greek National Institute of
Scholarships for an MSc Thesis on "Applied Biochemistry-
Biotechnology" (was not used)

September 2000: Student Scholarship from the National Research
Center for Physical Sciences "Demokritos" for the preparation of a
Doctoral Thesis

October 2002: Assistance Grant from the Greek Society for
Biochemistry and Molecular Biology for contributing in the 54th
Annual Conference of the Society

February 2004: "Akougiounoglou" Award for exceptional student
progress, Institute of Biology, NRCPS "Demokritos"

July 2004: Assistance grant from the Onassis Foundation for
attendance of the Onassis Foundation Science Lecture Series 2004
on "Genomics, Bioinformatics and Beyond" FORTH, Heraklion,
Greece.

September 2005: Assistance Grant for contributing in the 5th
European Conference on Computational Biology

June 2007: “Predicting nucleosome positions from the primary
DNA sequence”, Chemistry Department, Boston University, MA,
USA (host: Dr Zhiping Weng)

October 2007: “Nucleosome Positioning controls gene expression
in eukaryotes”, Laboratoire de Biométrie et Biologie Evolutive,
Lyon, France (host: Dr. Jean Lobry)

October 2009: “Spatial and structural properties of nucleosome
positions in the genome of S. cerevisiae". 60th Meeting of the
Hellenic Society of Biochemistry and Molecular Biology, Athens,
Greece

May 2010: “Exon definition through chromatin. A structural code
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PUBLICATIONS

PUBLICATION
STATISTICS

FULL LIST OF
PUBLICATIONS

for gene regulation in higher eukaryotes”. BRFAA, Athens, Greece
(host: Dr. Dimitris Thanos)

May 2012: “Chromatin-mediated co-transcriptional splicing in the
human genome”, TheRALead Meeting, Athens, Greece (host: Dr.
George Kollias)

July 2014: “Topological aspects of genome architecture in S.
cerevisiae”, IMBB, FORTH Seminar Series (host: Dr. Babis
Spilianakis)

Peer-reviewed articles: 23
As First author: 9

As corresponding author: 7
Citations: 541

h-index: 9

Complete Full Papers available here: https://tinyurl.com/m3ydpvg
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